Table S2. Predicted RNA editing site in the P. angulata var. villosa plastome.

Gene Nucleotide Amino Acid Codon Amino Acid Score
Position Position Conversion Conversion
atpA 383 128 ACC=>ATC T=1 1.00
424 142 CAC=TAC H=Y 1.00
772 258 CAT => TAT H=Y 1.00
868 290 CAT => TAT H=Y 1.00
877 293 CCT=>TCT P=S 1.00
1142 381 TCG = TTG S=>L 1.00
atpB 322 108 CTT=TIT L=>F 1.00
892 298 CAC=TAC H=Y 1.00
968 323 ACC => ATC T=1 1.00
1159 387 CAC=>TAC H=Y 1.00
1190 397 CCC=>CTC P=L 1.00
atpF 430 144 CCA=TCA P=S 0.86
508 170 CTC=TTC L=F 1.00
596 199 TCG=TTG S=1L 1.00
1151 384 CCA =>CTA P=>L 1.00
atpl 74 25 ACT = ATT T=1 1.00
170 57 CCC=>CTC P=L 1.00
371 124 CCC=CTC P=>L 1.00
463 155 CCA =TCA P=>S 1.00
499 167 CAC=TAC H=Y 1.00
568 190 CCG=>TCG P=S 1.00
590 197 ACC => ATC T=1 1.00
650 217 ACC => ATC T=1 1.00
matK 152 51 GCC=>GTC A=V 0.83
568 190 CCT=TCT P=>S 0.83
685 229 CCT=TIT P=>F 0.86
686 229 CCT=TIT P=>F 0.86
1246 416 CAT => TAT H=Y 1.00
1274 425 CCC=>CTC P=L 1.00
ndhA 344 115 ACC = ATC T=>1 1.00
760 254 CIT=TIT L=>F 1.00
842 281 GCT=>GTT A=V 1.00
940 314 CTC = TTC L=F 1.00
1988 663 TCA =>TTA S=L 1.00
2003 668 TCC=>TTC S=F 1.00
ndhB 149 50 TCA =TTA S=1L 1.00
467 156 CCA =>CTA P=>L 1.00
586 196 CAT = TAT H=Y 1.00
611 204 TCA =>TTA S=1L 0.80
737 246 CCA =>CTA P=L 1.00
746 249 TCT=TIT S=F 1.00
967 323 CAT = TAT H=Y 1.00
1462 488 CAC=TAC H=Y 1.00
1759 587 CAT = TAT H=Y 1.00
1891 631 CCT=TIT P=>F 1.00
1892 631 CCT=TIT P=F 1.00
2072 691 TCA =>TTA S=L 1.00
2204 735 CCT=>CTT P=>L 1.00
ndhD 83 28 ACC=>ATC T=1 0.80
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